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Characterization of novel serine protease
from olive flounder, Paralichthys olivaceus
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Serine proteaset ER/-FoA ZE F&, A vk a8 A FAA F
Aol AoJx Fod dEL e Aoz <#A Ut} (Borregaard et al,
Egesten et al). XfFAe oln] o83t granulocyte serine proteasedl
gt 71T AR disl B2 77 HAUARE ofF HAAME o)Hg 9
&5 = EAY 1A diside Ay gl JA e Aotk old &
Aol e AP serine proteased] FAXE st 1 FHAY T2
4 Wépatterns A3 H gk}
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cDNA ¥ gene 24

degenerate primerE A28l serine protease?] 3z} ©HE F23x,
Q% cDNA library 2@ BAC gene screening (Katagiri et al)2 %3
cDNA % gene9 full sequenceE® DNA sequencer LC4200 (Li-Cor,
USA)Z @7IMEE 439t #4449 9714¥L BLAST program$ AR&-
&to] genebankodl] FEE 3z} vln B3

southern hybridization

dx]e] PYoi genomes ¥ 3l EcoRl, PstIS.E enzyme reactionA]#
membrane o transfer A|7] & P*? labelling®® probe3} hybridization&
AN

Real-time PCR

A%F gxel wAZE st HIRRV (10° TCID/wel)e #EAZ F 1, 3,
6, 94 %o RNASL F&35to cDNAE I43 & SYBR Green PCR master
mix (PE Biosystems) kitZ A}-£3}4] real-time PCR-E& A A)st4 ).

In situ hybridization

|9l A% AHY T7 and Sp6 RNA labeling kit (Boehringer
Mannheim, Germany)& ©¢]-&3l Z}z}e] {HAE labelingst 3@ 7
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2744 E1]l9] serine protease (1,096 bpg} 1,572 bp)E @AAA #IistH
genomeS EX3 Ay, & FAAY alternative splicingdg & 4 AU
o}, =3k t}E neutrophil serine protease®} zto] 5712] exone] FZ2E A}
3 YT 244 amino acid¥ serine protease®] 572l histidine,
aspartic acid 8] serine® Y33 YU, EFFS hematopoietic
serine protease®}= 39-22%9] FA-S HHATH
A%S B4 A} neutrophil serine protease?l myeloblastin, N-elastase 17
1 azurocidin®} clusterE 3 A8t th. ®3 Southern hybridizationdt 23,
single copy® &A% & 4 A
O Bk olye}l zb Ao g gt Ay, g, A%, F FolAM &
#HE R LPS 2 THHNVY| 93] =88 4 4 U
In-situ hybridization Z3#, serine protease2 CTIL markerql CD
8+cellol] HHA] 35 FlstH
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