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2. Id A+
Aol x g 71ge] BAL 9sle] ¥+ 2 (shared

task) wAIE AA3 I oo dlg AlxEle] T T 1
BEES sk FEe FEdis]rt wol o] &X U
£3] "92E wloldol 9 MIC, TREC, ACE <& ##
7l el W 7|oE 3 o= A7, Hiole
-HAE  wlo]deo]  AHeE dele= ofyo]A  TREC
Genomics track, JNLPBA, LLL, BioCreative %3 #<&
g3 7t oldl &3tth. o] TR 7HF dEA A
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MET A F Qe Fard

(primary arguments)©®] XA & o] Q).
E 1 FE O olMES B,
E}! (type) 2 =% (primary arguments)
Gene expression Theme(Pro)
Transcription Theme(Pro)
Protein catabolism Theme(Pro)
Phosphorylation Theme(Pro)
Localization Theme(Pro)
Binding Theme (Pro), ...
Regulation Theme(Pro/Ev), Cause(Pro/Ev)
Positive regulation | Theme(Pro/Ev), Cause(Pro/Ev)
Negative regulation | Theme(Pro/Ev), Cause(Pro/Ev)

(Pro: protein, Ev: event)
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“Phosphorylation of TRAF2 inhibits binding to the
CD40 cytoplasmic domain.”

o] o] thale] AFEHE o|WE 7Y ARE= ke
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Uetyy T15, T16, T17 & o|WlE EgAZS ekt
El, E2, E3 &= o]uilEE

e 7 oliEe] =adn
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T1 Protein 19 24 TRAF2
T2 Protein 49 53 CD40
T15 Phosphorylation 0 15 Phosphorylation
T16 Negative_regulation 25 33 inhibits
T17 Binding 34 41 binding
E1 Phosphorylation:T15 Theme:T1
E2 Negative_regulation:T16 Theme:E3 Cause:E1
E3 Binding:T17 Theme:T1 Theme2:T2
o= EW E3 = E2 ¢ Theme =302 Fojsta i},

o B Aui 9t Gejz Ho] qlo] AAAel ol
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Cause(E2) E2(Neg) ThmiE2)
E1(Phos) E3(Bind)

Thm(E1) Thm(E3) Thm(E3)

| | | |

Phosphorylation of TRAF2 inhibits binding to the CD40 cytoplasmic domain.

T15 Tl T16 T17 T2
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For each of Wi, Wi-1, Wi-2, Witl,
BE Wit2: prepare features of
String, Stem, POS
« PF (Protein features)
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For each of Wi, Wi-1, Wi-2, Wi+l,
PF Wit+2: prepare features of
Is_Protein

« DF (Dependency features)
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For each of slite] oWl ES} o] o|HlES =3& Afe FARte
CCLRC CCLC(closest protein child of left xR Anz AAAC},
child of Wi),
CCRC(closest protein chjild of right ) ) .
child of Wi): 8= gEdelete dig B #ES Fste] o 74
prepare features of o] A3 BtdAdol oS dESIGTE. o] 7l 7Rk
String, Stem, POS, Is Protein g A 29 Aue Ax olHES] TRl we vhg3t
T wpEe gl B,
« WCP (wide context protein features) Owtse o]HE | )9 Theme +=3< 7HA W o] )
T ol i, AR wol FHel A Ao o3 AT olwlES} o=
A7N(RAA= 25 4 4 doD) =g e dde Azz odAdn gwad U= gass
=2 3] = S
AFe A= 94 Felzue ua.
WCP @uE olWlE | 1/] EE2709 Theme =32 7HAE 7
-W Number of proteins in the window o Lo = =
-s Number of proteins in the sentence TS wE AT 2] delel me =
g A F4, o FAEZ ddd d9
A FolA FArE HAsE FEaEH S
» ET (event type of current token) Hf_?]]:: HAA o
$EE Ed dog Ry ojME EAR ALgE B A
‘T“j/] EDEEY B 2L T UL o = = - -
E wole) o #AATh qEshe] 2t oje] ise) | HE TS| Theme Canse 5 S el et
oMIE EPAR F wol ALEH oWlE FHE s} MR S e et elE AE
st} o]o] 7)¥kale] o}S I A E Fv| ST}, F Atk B T EgolA] ol
L= %0 = =] =)
event class number for which current = jr119] TEE aHste] Feid
ET token’ s stem was used most g = FE2EHE At
(5le] Aol waw oEdd Trrzs avdow
4.3. oJHIE iz} Ay BE AT ol gt WA 2 W] A 4P BE Few F
Ao, Wk Sl ke £ SW ARG A
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5. 49 23 % H7} 23k Aol wew -2 AlAage] @A 1 BEo] thE
Alzglel] HE 2 S BdS & 5 v 5 49
5.1. o[HlE Eg|A ¥ E9] ¥4 (EID-EIC) AE35H b AAEEE AAHES ARESE A F2 A2ES E
A 4 dnkar & 5 gl
e WA A Aase Ades SAsE il _
S 1 oliE WA 2x 2 owlE B9 AA g 5.2. °oME FAR A (EPR) BTFA
of tiste] d5s FAste] Btk (£ 2 F=x). 9 ]
A4 @A 19 Aol WA Azdel geel 2 g TEE WA 2 5 R o s oS HER S48
o W ATy By wRoltl. oA Mwetw whA 1 €3 A 13 9 28 FF AA Azde] AT S
of He RES SW & AMEEGIT. A o] mye] B 1 A¥E & 3o eIt 53] oMlES] F
Ao Sl AL TAe] w$ 2 ges wy g ol e oPHE S5 A9 delmE dobry] fi)
ok SklA aAE oy AA FFe azns ey A Al WS A RS
3l el A Ads s F W A
g 1EAQ AR BFE Abgele] AsEle 3. A Al=R A
TR old o @A 1 EES A%S FAHI}AT Gsn
(e 2 WA ). ohE P2 ckel A"l oiste] PF GS | Sys | R P | F-s
MAE Fokste] muh SUbE WARHOR AXYS T oo =
dstal s ST, ook B2 e r A e | 959 | 435 | 260 | 4812 | 6184 | 5412
oz IAE F7hste] hAA Aes A -
) s 249 | 265 | 76 | 3052 | 2868 | 2957
F 2. DA 1 W% A 54 A olHE
23
9] 3 Recall | Precision | F-score o E 7 663 1 19 281 | 230
A
BF 43.63 52.48 47.65 - :F.’]- 1795 1363 364 2028 | 2671 | 23.05
I}i%‘ 4776 55.37 51.28 GS: A Sys Al2="l &3 GSNSys: true positive, R:
recall, P: precision, F-s: F-score.
N 4653 | 6213 | 5321
BF-PF-DF 9 B BY the oWlES] Ag= A 19 Aol d
CCLRC 6217 | 6131 56.37 2 "olxx e WA 4 Hole Ao® B u EPR
BF+PF+DF+CCLRCH REvke] Aee 43d 2 AS & Adv. ey
WCP 50.07 68.45 57.84 Sok ol S| A4S 230 Fscored] Ao 717t ol
B PR D CCLRCH = o] TR A9 BE olES FEo AAFS &
ET 9 BT OB s g ms) By ojmlEs] G Al ol E S
A Bh= vl T o] 55%E AAStEE A A=Y g
= 23. A A7 Al = ATt
Aol WA 19 mEel U Wrks A deg 0% ATV A%

(development data)ZE E|AE ©lolgl& o] &3yt 1
olfr= HiEZS HAE dojEl= o/HIE] g e o]
Ho] A &7] wiEoltt. wixE H2E HolElE o] &
SHA] gk o] f= EHIZE HolEtE o]&3 A|AEl 37}
= HAA A z="ol gk Frvk 7hesty] wiitel] @A 1
gkl digk {rke s ¢ gl witolth. oleld &
A2 dste] §-gl= F4 dolgs F FEo= Uy
T YR dRE Fyol| ARgsla, HjiEE
M HolelE HAE HolEf = o] &3 T},

A AT} 92 A" gA 1 259 52 61.
o] F-score®Z ZAEATE. -8 A28l FASHA T
3 A 15 ARgsteE T oY Alx"e® [4] 9 |
7F k. ol Al&=Ele] A g (RFE AFE3te] o] BE
NEetgict. 25 Al2="e gA 1o digk deS 43.
9] F-score® #ZHSh. [3] o AF @A 1S F 7
o] AlF- GAZ Yro] FEAFG =Y @A 1o sidel=
450l 58.32 F-score® 7[A+= Aoz BT, o
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