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Abstract Due to the progress of Bioinformatics field, We are making use of analyzing tools for effective
analyzing enormous data of DNA sequence. But there was inconvenience in existing tools when searching and
applying data for analyzing. Our treatise proposes a tool developed by a form based on RIA(Rich Internet
Application) that you can solve the problems came from weak points. The analyzing tool for RIA indexing data
of DNA sequence shows the results by real time in basis of Web 2.0 which supplemented basis on a form of

Web. The web application was developed in Flex2 on Windows workstation.
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