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Registry of Standard
- § Biological Parts |

Welcome to the Registry of Standard Biological Parts.

The Registry is a continuausty growing cellection of genstic parts that can be nuxed and matched to build synthetic biology devices and systems,
Founded in 2003 at MIT, the Registry is part of the Synthetic Biology community’s efforts to make biclogy easier to engineer. it provides a resource of
avallable genetic pans to IGEM teams and academic labs. You can register a new lab here.
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Reyistry tools

# Search parts {7}
» fidd a patt

» Request a part
Halp Users & groups DHA repositories = Send parts 1o the Registry

Cataiog of parts &

devices - .
+ Sequence analysis

a2 1, 0j=2 MT7} 256H= YAIIE ‘Registry of Standard Biological Parts’.
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Korean Registry of Standard Biclogical Parts & Devices (KBSEP) Swnthetic
Biclomy is the study of creation of highly effectiveshighly efficient biological
svstem or arganism, For the advancement of synthetic bioloay, the creation of
pats and standardization is necessary, similar to electionic components,
Thetefore, the goal of this endeavor s to collect biological parts created by
other institutions in one olace, then to

standardize and build a database for
systematic management and distribution, thereby expediting the advancement
of zynthetic biology in Korea,
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New Plasmid
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Craator * | i mave this pert?

Creators Email \Administrator If Kenomn

Status: Complete
Alias: |
Links:

Circular:

Backbone: !

Selection Markers: §

Origin of Replication: |

i Commas Baparated

2 Separabed

| Domma Separated

Promaters: Comms Saparsted

Keywaords: ! |
Summary: *

References: -

Bio Safety Level:

Intellectuat Proparty: o

Funding Source:

Principal investigator: ”

Sample Name: i | {Cptionsl, Reguited ¥ locatio i

£

Sampie Notes:

Sample Location: Plasmid Storage {Default) [

fdust apecify Sampis Name above)
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¥ Plasmid: pPro24
Seq. Analysis :[
ation PEdit

TEST_000003 Markers: Ampicillin
Name: pPro24 Backbone:

Alias: Origin of Replication:

Creator: Promoters: Propionate
Status: Cormplets Strains:

Owner: Createsd: Jan 27, 2011
Links: Madified: Jan 27, 2011
Keywords:

Summary: propionate expression vector

References:

Bio Safety: 1

IP Information:

Principal Investigator: /0 Keasling Funding Source:

Samples:

Download: (Original | GenBank | FASTA) Open in VectorEditar Delete
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